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5} reporter assay 7] ZA] luminescent & 7|9t S E Sl assay HiHo] E
1014 =218,

luminescent assay += fluorescence assay 2} H|33}o] superior sensitivity 2}

dynamic rangeE XU Qlom £ ©r] ZFH3Zl detection WHHS LR ZF 3l= AAES
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0-GlcNAc sensor 7ol &8t of 2] luminescent assay S-& XA}SIZ
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